We have isolated a cDNA clone carrying a 1560 bp long insert which contains the entire coding and 3' untranslated regions of an H-2K mouse histocompatibiiity antigen. Its sequence and overal features are described. They point to the existence of unique properties of DNA sequences associated with the H-2K d antigen.
INTRODUCTION
Class I major histocompatibiiity antigens (H-2 antigens in the mouse) are cell surface glycoproteins involved in a variety of immune phenomena (1, 2).
They are heterologous dimers resulting from the non covalent association of a glycosylated 44,000 dalton H-2 heavy chain (3, 4) with a 12,000 dalton polypeptide, 82-microglobulin (2, 5) . The H-2 heavy chain spans the cell membrane with its COOH end located within the cytoplasm. In most H-2 haplotypes, serologically-defined H-2 antigens are encoded by genes located in three main loci, named H-2K, H-2D and H-2L (6, 7) . Following molecular cloning of the H-2 region, at least 36 H-2 and H-2-related genes have been assigned to the H-2 complex (8, 9) , in the H-2 (BALB/c) haplotype. Some of these genes code for serologically defined H-2, Qa and Tla antigens ; however most of them code for unidentified gene products related to H-2 molecules which appear to be either anchored to the membrane (9) or secreted into the extracellular environment (10) .
Comparatively little is known of the diversity of the mRNAs encoded by members of the H-2 multigene family (11) . Only uncomplete H-2 cDNAs have been sequenced (12) (13) (14) (15) and only two cDNAs have been identified with transcripts of the H-2K and H-2D genes, respectively (16, 17) . We have undertaken the cloning of complete H-2 cDNAs in order to identify the processed transcripts (and, thus, the proteins) and to study their expression with the proper vectors. We report here the isolation of a complete H-2 cDNA, identified as a product of an H-2K gene. The comparison of its sequence with partial protein sequences and other cDNA sequences points to the existence of distinctive traits associated with the K region of the H-2 complex.
MATERIAL AND METHODS
Construction of the cDNA library -RNAs were extracted from livers of adult DBA/2-Pas mice (haplotype H-2 ) and fractionated on oligo-dT cellulose as described elsewhere (18) . Integrity of the H-2 specific poly A mRNAs was checked by Northern blotting analysis using an H-2 specific cDNA probe (18 (19) . Synthesis of the second strand was primed with oligo-dG(12-18) (Collaborative Research) and continued as described elsewhere (19) . Tailing of double stranded cDNAs and P_s_tI -cleaved pBR237, plasmidcDNA hybridization and E. coli transformation, were carried out according to Auffray et al (20) .
Screening of the cDNAs -Colonies harboring recombinant cDNA were screened by in situ hybridization (21) using the 600 bp long Hinfl fragment of an H-2 cDNA described previously (pH-2 -4) (14) . 40 clones were found positive out of a total of 25000 colonies.
Plasmid DNA was prepared from 1 ml cultures and screened for their size.
Several clones harboring inserts longer than 1000 bp were retained for further analysis. Large batches of plasmid DNA were prepared according to conventional procedures (22, 23) .
After construction of the restriction maps ( Fig. 1) , clone pH-2 -33 was found to possess the SacII restriction sites abundant in the 5 1 part of H-2 genes (24, 25) and was retained as a good candidate for being a full length Figure 1 : Restriction map of plasmid pH-2 -33. The 1560 bp long insert (including poly A) was drawn as a straight line thicker in the coding region (C) than in the non coding region (NC). It is flanked on both sites by GC tails of about 30 bp (shown as a thinner line) then, pBR327 sequences. The restriction map was constructed as described (14) . Restriction sites indicated in the map are those used for sequencing. The sequencing strategy is indicated by arrows. Due to the lack of convenient restriction sites, a small part of the noncoding region was sequenced several times off the same strand. The remainder of the sequence was determined from both strands. All labellings were carried out on the 5' ends by y exchange with the exception of a labelling at the 3' end using cordycepin (*).
H-2 cDNA. Its DNA sequence was determined using the Maxam and Gilbert technique (26) following the strategy shown in Fig. 1 . The recombinant plasmid was found to bear a deletion between nucleotides 252A and 3216 in the pBR327 sequence, therefore lacking the reconstructed PstI site to the left of the insertion.
Materials -The plasmid used in the present studies was pBR327, a deletion derivative of pBR322 (27) . All other reagents and materials have been specified in previous publications from this laboratory (11) (12) (13) (14) . H-2lP . This is probably due to the fact that the polyadenylation signal used in clone pH-2 -33 is the first of the two found in pH-2 d -4 (14) (Fig. 4) .
DISCUSSION
The identification of clone pH-2 -33 as encoding an H-2K histocompatibility antigen rests on several lines of evidence : first, the deduced amino acid sequence fits the fragmentary data on H-2K primary structure. Second, the 3' untranslated region of pH-2 -33 contains the NC2 sequence of pH-2 -4 (14) shown to be specific of the K region (32) . Third, a K gene of DBA/2 mice has recently been isolated and its sequence was kindly made available to press complete H-2 cDNAs before and after having made alterations in the region of the sequence coding for the cytoplasmic part of the H-2K molecule will allow to study this hypothesis.
